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Mouse Heavy Chain J Genes Inactivation Vector 
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J deletion blocks cell surface IgM expression 
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INACTIVATION OF KAPPA CONSTANT REGION 
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SOUTHERN ANALYSIS OF LIGHT CHAIN 
Ck-TARGETED E14-1 CELLS 
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KAPPA J/CONSTANT REGION 
DELETION VECTORS 
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SOUTHERN ANALYSIS OF LIGHT 
CHAIN Jk/Ck-DELETED E14-1 CELLS 
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Figure 12 
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(A) Human heavy chain locus 
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Mouse Breeding Scheme 
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MAMMALIAN HOST GENOTYPES 



Hetero- or Hemi-zvqous Mice Intercross Product Mice* 
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*Not all possible genotypes from intercrosses are shown. 

A = functionally inactive locus 

m = mouse endogenous gene 

h = human transgene 

IgH = immunoglobulin heavy chain 

IgL = immunoglobulin light chain 
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